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Abstract: The incidence of endometrial cancer has been increasing, and its standardized diagnosis and treat-
ment have gradually transitioned to the molecular treatment stage. Molecular subtyping, genetic screening,
molecular biomarkers, and individual gene mutations play a crucial role in the diagnosis, treatment, and
prognosis of endometrial cancer, especially in cases of recurrent and metastatic endometrial cancer. This con-
sensus is based on clinical needs and incorporates recent advancements and applications in genetic testing
technologies. It provides recommendations for the standardized selection of genetic testing for endometrial ma-
lignancies, aimed at offering practical reference standards for clinicians to facilitate the development of per-
sonalized treatment plans, ultimately improving patient outcomes and quality of life.
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